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CTCGGGTACAACACTGACAATAAAGAGTACGTTCTTGTTAAACTTA 

AGGGTTTTTCTTCTGAAGATAAAGGCGAGTGGAAACTGAAACTCGA 

TAATGCGGGTAAC GGTCAAGCAGTAATTCGTTTTCTTCCGTCTAAA 

AATGATGAACAAGCACCATTCGCAATTCTTGTAAATCACGGTTTCA 

AGAAAAATGGTAAATGGTATATTGAAACATCATCTACCCATGATT 

ACGATTCTCCAGTACAATACATCAGTAAAAATGATCTCGGG 

(SEQ ID N0:1) 

FIG.1 



CCATGGGTTTTTCTTCTGAAGATAAAGGCGAGTGGAAACTGAAACT 

CGATAATGCGGGTAACGGTCAAGCAGTAATTCGTTTTCTTCCGTCTA 

AAAATGATGAACA AGCACCATTCGCAATTCTTGTAAATCACGGTTTC 

AAGAAAAATGCTAAATGGTATATTGAAACATCATCTACCCATGATT 

ACGATTCTCCAGTACAATACATCAGTAAAAATGATCTCGGGTACAAC 

ACTGACAATAAACACCACCACCACCACCAC 

(SEQ ID N0:2) 

FIG. 2 



CATATGAGCGATAAAATTATTCACCTGACTGACGACAGTTTTGACAC 

GGATGTACTCAAAGCGGACGGGGCGATCCTCGTCGATTTCTAGAGTG 

GTGCGGTCCGTGCAAAATGATCGCCCCGATTCTGGATGAAATCGCT 

GACGAATATCAGGGCAAACTGACCGTTGCAAAACTGAACATCGATC 

AAAACCCTGCTCACTGCGCCGAAATATGGCATCCGTGGTATCCCG 

ACTCTGCTGCTGTTCAAAAACGGTGAACACCACCACCACCACCAC 



(SEQ ID N0:5) 

FIG. 3 
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CCATGCTCATATGAGCGATAAAATTATTCACCTGACTGACGACAGTT 
TTGACACGGATGTACTCAAAGCGGACGGGGCGATCCTCGTCGATTTC 
TGGGCAGAGTGGTGCGGTCCGTGCAAAATGATCGCCCCGATTCTGGA 
TGAAATCGCTGACGAATA TCAGGGCAAACTGACCGTTGCAAAACTG 
AACATCGATCAAAACCCTGGCACTG CGCCGAAATATGGCATCCGTGGT 
GGACTCGGGTACAACACTGACAATAAACACCACCACCACCACCAC 

(SEQ ID N0:8) 

FIG. 4 



CTCGGGAGCGATAAAATTATTCACCTGACTGACGACAGTTTTGACA 
CGGATGTACTCAAAGCGGACGGGGCGATCCTCGTCGATTTCTGGGC 
AGAGTGGTGCGGTCCGTGCAAAATGATCGCCCCGATTCTGGATGAA 
ATCGCTGACGAATATCAGGG CAAACTGACCGTTGCAAAACTGAAC 
ATCGATCAAAACCCTGGCACTGCGCCGAAATATGGCATCCGTGGTA 
TCCCGACTCTGCTGCTGTTCAAAAACGGTGAAGTGGCGGCAACCAA 
ACTCGGG 

(SEQ ID N0:11) 

FIG. 5 



CTCGGGAAGCTGACTAATCCGGAAGTAGAACTGCCGAACGCAGAAC 
TGCTAGGCAAACGCCGTCTGGAAAAATTCGCCGCTAAAGTACAGCA 
GCAGCTGGAAAGCAGCGATCTGGATCAATACCGCGCACTGCTCGGG 



(SEQ ID NO: 14) 

FIG. 6 
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CTCGGGGCACATAAAATGCTAAAAGATACAGGCATTATTGCTATCA 

GCATTGATGACTATGAATTTGCTCATTTAAAAATACTGATGGATAA 

AATTTTCGGTGAAGATAATTTCATCGGAAATATCGTCGTTTGTCGT 

TCAAAAAATGGAAAAGTGAGC AAGCGAAATATAGCGTCTGCTCAT 

GAATATTTACTGGTTTATGGAAAATCAGATATGGCGGAACTATCTG 

GACAACCAGATGATAAATCTCTTTATGATAAAGTTGATTGTTTTGG 

TGAATATAGAATTGACGGAATGTTCAGAAAAAAAGGTGATTCAAG 

TTTGAGAACTGATCGCCCTAATATGTTTTATCCTTTATATTTTAACC 

CATCAACAGGTGAAGTACAGGTAGAGCCAGAACTCGGG 



(SEQ ID NO: 17) 

FIG. 7 
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M 1 2 3 4 5 6 7 8 M 9 10 11 12 13 



w ffM? 




r5* 



7/ 




M 9.2 8.7 8.2 7.7 9.2 8.7 8.2 7.7 M 9.7 9.2 8.7 8.2 9.7 
Ml 2 3 4 5 6 7 8 M 9 10 11 12 13 



FIG. 9 



BEST AVAILABLE COPY 
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1 2 3 4 5 6 M 7 8 9 10 11 12 13 14 




pH: 7.2 8.2 9.2 7.2 8.2 9.2 M 7.2 8.2 9.2 7.2 8.2 9.2 9.2 8.7 
Lane: 1 2 3 4 5 6 M 7 8 9 10 11 12 13 14 



FIG. 10 



BEST AVAILABLE COPY 
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1 2 3 M 4 5 6 7 8 9 10 11 12 13 14 



pH: 7.2 8.2 9.2 M 7.2 8.2 9.2 7.2 8.2 9.2 7.2 8.2 9.2 8.2 9.7 
Lane: 12 3 M 4 5 6 7 8 9 10 11 12 13 14 

FIG.1 1 



BEST AVAILABLE COPY 
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M 12 34 M 5 6 7 8 9 10 11 12 




Lane: Ml 2 3 4 M5 6789 10 11 12 

FIG. 12 



BEST AVAILABLE COPY 
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M 



7 8 M 



pH: M 7.2 9.2 7.2 9.2 7.2 9.2 7.2 9.2 M 
Lane: Ml 2 3456 78M 

FIG. 13 



BEST AVAILABLE COPY 



